Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.007 Å; R factor = 0.085; wR factor = 0.192; data-to-parameter ratio = 17.3.
In the title compound, C 15 H 19 ClN 2 OS, the dihedral angle between the amide and thiourea fragments is 58.07 (17) . The cyclohexane group adopts a chair conformation and is twisted relative to the thiourea fragment, forming a dihedral angle of 87.32 (18) . In the crystal, N-HÁ Á ÁS hydrogen bond links the molecules into chains running parallel to the a-axis direction.
Related literature
For related structures and background references, see: Alabbasi & Kassim (2011); Nasir et al. (2011) . For further synthetic details, see: Hassan et al. (2008) . Table 1 Hydrogen-bond geometry (Å , ).
Experimental
Symmetry code: (i) Àx þ 1; Ày þ 1; Àz.
Data collection: SMART (Bruker, 2000); cell refinement: SAINT (Bruker, 2000); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL, PARST (Nardelli, 1995) and PLATON (Spek, 2009 
Comment
The title compound, (I), is a thiourea derivative analogous to our previously reported compounds (Al-abbasi & Kassim, 2011; Nasir et al., 2011) . The thiono S and the carbonyl O adopt a gauche conformation at a partially double N1-C8 bond with C7-N1-C8-S1 torsion angle of -124.4 (3)°. The dihedral angle between the mean planes of the thiourea (S1/N1/N2/C8) and the amide group (O1/N1/C1/C7/C8) is 58.07 (17)°. The cyclohexane has a chair corformation and the mean planes of (C9/C10/C11/C12/C13/C14) and the 4-chlorobenzoyl (Cl1/C1/C2/C3/C4/C5/C6/C7) fragments make an angle of 26.8 (2)°.
In the crystal, intermolecular N1-H···S1 hydrogen bond links the molecules into a one dimentional polymeric structure parallel to the a-axis.
Experimental
The title compound was prepared according to a previously reported compound (Hassan et al., 2008) . Colourless plates of (I) were obtained by a slow evaporation of ethanolic solution at room temperature (yield 80%).
Refinement
All H atoms were postioned geometrically with C-H bond lengths in the range 0.93 -0.97 Å and N-H bond of 0.86 Å,.and refined in the riding model approximation with U iso (H)=1.2U eq (C,N), except for methyl group where U iso (H)= 1.5U eq (C). Fig. 1 . The molecular structure of the title compound with displacement ellipsoids drawn at the 50% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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